Progression of pat1-induced meiosis and mass-spectrometry analysis of cohesin subunits.
(A) pat1-114/pat1-114 mat-Pc cells expressing Rec11-TAP were arrested by nitrogen starvation and released into meiosis at 34°C by inactivation of Pat1 (as described in Fig. 2A ). Cells were harvested at the indicated time points (hours), fixed with ethanol and analysed by flow-cytometry. In parallel, fixed cells were stained with DAPI and nuclei were counted in 100 cells per time point. Shown are the fractions of cells that contained one nucleus (1n), two nuclei (2n) or more than two nuclei (3n or more) at the indicated time points.
(B) Cohesin subunits associated with Rec11-TAP were isolated and analysed by mass-spectrometry as described in Figure 1 . Sequence coverage is indicated in yellow. (C) ClustalW generated alignment of Smc1 protein sequences from Drosophila melanogaster (Dm_SMC1), human (Hs_SMC1A, Hs_SMC1B)), Xenopus laevis (Xl_SMC1A), mouse (Mm_SMC1B), S. pombe (Sp_Psm1) and S. cerevisiae (Sc_SMC1). Positions of Psm1 lysines K536 and K1200 are indicated.
